ABSTRACT We report here the draft genome sequences of eight Staphylococcus aureus strains isolated during three large food poisoning outbreaks in the Russian Federation. The strains were collected from clinical specimens and various foodstuff samples.
type egc3. All isolates were found to harbor various toxin genes associated with SFP (Table 1) .
Accession number(s).
The draft genome sequences have been deposited in DDBJ/ ENA/GenBank under the accession numbers provided in Table 1 .
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